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form: processing the following computer readable 



Application Serial Number: 
Source: 

Date Processed by STIC; 



O 



2 ~/^~or 



'X} rn 
n*i CO 

C.^ CO „ _ 



o 
m 



THE ATTACHED PRINTOUT EXPLAINS DETFrrrri iruor^oc 

APPLICANT, WITH A NOxfcE TO cSpL^J ""^ COMMUNICATION TO THE 
" JotSSm^S'^^" ^™ ^ COPV OP THIS PHINTO.T, WITH A 

POR CRP SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, ,.,.3,s.4.n. 

TtSu":^^^^^ 

-TENT,N,.o...„.;- '^^^::z':n'S:^::^^i-^:^ 

S^S'aS's™ fSr.^'^^^^ THE CHECKER 



Th,> rh..b V Checker Version 3.0 

^^^^ ^o^wa. pro,.. , 

compliance w,th format and content ru 2 aec er Ver ,ot 0 Tr"" ''^""^ *^ 
generated for the original version of 37 CFrT^ 1 82^ 8; n "^^'"^^ 

rules) and the rev.sed version (new rules) effct ve J ,"v f^S n ' ' 

Property Organization (WIPO) Standard ST 25 ^"'''^ 'ntellcctual 

c^p^^S^^^^^^^ -on of Checker, and .s V2K- 

(CRF) before submrtt>n7them to the Un teJ^^ '''p"'"" '''T ^°"^P"^^^ ^^^^^able form 
Use of Checker pnor to filmT,re seauen Al'^ '1 Office (USPTO). 

Lstmgs, thus saving t.me Xoney' ' ' '° 

http://www.usptb.gov7web/officcs/pal^h^dki^^ 




serial:number;'' 



. - - ™* mayoccurif your file was reWeved In a wonJ processor aRercrraL II 



737 




J^^^rect Line Length 

Misaligned Amino Acid 
Numbering 

Non-ASCK 



Variable Length 



Palentin ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



10 



11 



12 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 

. Useof <213>Organism 
(NEW RULES) 

Useof <220>Feature 
(NEW RULES) 



Ple^acflc^yourright margin ,0 .3.3^^^^^^ - -.r-. 

The ru.es require that a line not exceed 72 characters h length. This includes spaces 

LTrr^'^, °' ^"'"^ ^'^'^ represented more than one residue 

As per (he rules, each n or Xaa can only represent a single residue 

inn'"! ""'"'^^ °' ^^'^^ having variable length and 

indrcate in the (ix) feature section that some may t^ missing 

pre^ousiijo^i^;;;;^;,:::!^ 

This sequence is intentionally skipped 

P.ease atso ad/us, the -(iii) NUMBER OP SEQUENCES.- response to Include the skipped se<,uence(s) 

- - ---^ ^-t .r each sapped sequence. 

<400> sequence Id number 
000 




13 



STot^ ""'"''"^ <220>Feature and associated headings 

(See Federal Register." 6/01/98. Vol. 63, No 104 pp 29631 ,c 

. 'i^"*. pp. (Sec. 1.623 of new Rules) 

•nstead. please use Tile Manager or any other means to copyTto n^py dS^^ 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: 



US/09/659, 737 



DATE ; 
TIME: 



0 2/16/2001 
11:33:38 



3 
4 
6 
7 
9 

C--> 11 
C--> 12 

14 
15 
17 
19 
21 
22 
23 
24 
26 
27 
28 
30 
31 
32 
33 
35 
36 
37 
39 
40 
41 
43 
44 
45 
48 
49 
50 
51 
53 
54 
55 
57 
58 
60 
61 
63 
64 
68 
69 
70 



Input Set : A:\10489al.app 

Output Set: N:\CRF3\02162001\i659737.raw 



<110> APPLICANT: Blumenberg, Miroslav 
Gazel, Alix M 

<140> CURRENT APPLICATION NUMBER: US/09/659 737 
<14I> CURRENT FILING DATE: 2000-09-11 ^"^'"^ 

<150> PRIOR APPLICATION NUMBER: 60/155 029 
<151> PRIOR FILING DATE: :999-09-20 
<150> NUMBER OF SEQ ID NOS ■ 19 
^170> SOFTWARE: Patentin Ver 2 1 
SEQ ID NO: 1 



Qorrecieou. 



<210- 
<211 
<212 
<213 

<220> FEATURE. 
<2 21> NAME/KEY 
<222> LOCATION 
<400> SEQUENCE 



LENGTH: 164 
TYPE: DNA 

ORGANISM: Homo sapiens 



CDS 
(2) . 
1 



• (163) 



s ?s l« tdh ;s zi ^ s,- - 



' s: iz ni iti ir, ?s 2,! s" s: - 

in 

ggg ttg 

20 * ^^^^ "25 

gcg agg gaa tgg cac agg acr acc aaa -.tn 

«. cx„ ,11 „; .J. ,,0 .c= ..t 

gcc tgg atg gcc cca gaa' g 
Ala Trp Met Ala Pro Glu 
50 

<210> SEQ ID NO: 2 
<211> LENGTH: 54 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 2 

His Arg Asp He Lys Ala Gly Asn 11, 
^ 5 



45 



97 



145 



164 



Leu Leu Leu Glu Lys He Glu 



His ASP ASP lie CVS Asn L.s Th. Leu lJs He TM- Asp P.e cll Le. 

Ala Ara Gin T^-r. u-; ^ a,,„ _ „. _ 30 



20 25 
Ma Arg Glu Txp His Arg Thr Thr Lys Met Ser Thr Ala Gly Thr 

Ala Trp Met Ala Pro Glu 
50 

<210> SEQ ID NO: 3 
<211> LENGTH: 145 
<212> TYPE: DNA 



Tvr 



file://C:\CRF3\Outhold\VsrI659737.Iitm 
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RAW SEQUENCE LISTING a-, 

PATENT .PP.XCATION: US/0V65.. 737 : ^H^T"' 

Input Set : A:\104 89al.app 

Output Set: N:\CRF3\02162001\I659737.ra-w 



71 <213> ORGANISM: Homo sapiens 

73 <220> FEATURE: 

74 <221> NAME/KEY: CDS 

75 <222> LOCATION: (2).. (145) 

77 <400> SEQUENCE: 3 

78 a\cat egg gac ate aag age gac tea atr ntn r^i-r. 

II .,p ..s si s: " 
"I s ?5 - L= s ?£h - 

91 <210> SEQ ID NO: 4 

92 <211> LENGTH: 48 

93 <212> TYPE: PRT 

94 <213> ORGANISM: Homo sapiens 

96 <400> SEQUENCE: 4 

97 H.s .rg Asp He Lys Ser Asp Ser He Leu Leu Thr His Asp Gly Arg 
100 val Lys Leu Se. Asp Phe Gly Phe Cys aL cln Val Se. Lys cL Val 
103 Pro Arg Arg Lys Ser Leu Val Gly Xh^ Pro Tyr Trp Met Ala Pro Glu 

108 <210> SEQ ID NO: 5 

109 <211> LENGTH; 146 

110 <212> TYPE: DNA 

III <213> ORGANISM: Homo sapiens 

113 <220> FEATURE: 

114 <221> NAME/KEY: CDS 

115 <222> LOCATION: (2).. (145) 
117 <400> SEQUENCE; 5 



----- , J 

118 t^cac agg gac ate aag aqt qac trr ^tn r^t-r. 

119 His Arg Asp lie Lys Ser Asp Ser 111 jl^ r ^ 

120 1 ^5 ""^P Leu Thr Leu Asp Gly Arg 

B - - s - ^ s 'i: s - 

E 1 ?p ;L= - -I - 



131 <210> SEQ ID NO: 6 

132 <211> LENGTH: 48 

133 <212> TYPE: PRT 

134 <213> ORGANISM: Homo sapiens 
13 6 <4 00> SEQUENCE: 6 

137 His Arg Asp He Lys Ser Asp Ser He Leu Leu Thr Leu Asp Gly Arg 

15 
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RAW SEQUENCE LISTING DATE: 02/16/2001 

PATENT APPLICATION: US/09/6 59,7 3 7 TIME: 11:33:38 

Input Set : A:\104 8 9al.app 

Output Set: N:\CRF3\02162001\I659737.raw 

14 0 Val Lys Leu Ser Asp Phe Gly Phe Cys Ala Gin He Ser Lys Asp Val 

J. 4 J. 2 0 ^'5 

143 Pro Lys Arg Lys Ser Leu Val Gly Thr Pro Tyr Trp Met A^a Pro Glu 
35 40 43 

148 <210> SEQ ID NO: 7 

149 <211> LENGTH: 3627 

150 <212> TYPE: DNA 

151 <213> ORGANISM: Homo sapiens 

153 <220> FEATURE: 

154 <221> NAME/KEY: CDS 

155 <222> LOCATION: C 8 6 8 ) . . { 12 7 5 ) 

157 <220> FEATURE: 

158 <221> NAME/KEY: CDS ^ 

159 <222> LOCATION: C 14 20 ) . . ( 1 5 53 ) 
161 <220> FEATURE: 

152 <221> NAME/KEY: CDS ' 
163 <222> LOCATION; ( 1900 )..( 2026 ) 
165 <220> FEATURE: 

16 6 <221> NAME/KEY: CDS 

167 <222> LOCATION: { 2105 )..( 2230 ) 

169 <220> FEATURE: 

170 <221> NAME/KEY: CDS / 

171 <222> LOCATION: ( 2696 )..{ 2833 ) 

173 <400> SEQUENCE: 7 

174 gatctgcgac ctccttcaga acctgccaaa atgactagga aaaatgctgt ttccatagca 60 
176 agagccaaaa gagaacatga cggccctgca ctccgggatc tctctggcac cagaftcrca 120 
^80 aacat^'n't ^"^"^^^^^^ ccccccagat ggtgacacac ctctgtggtc ctctqtca^gg 180 
182 aarrn . ^^^^^^^^-^ atttgcaaac tccctgctgc aggcacaagc agggctatcg 240 
182 ggccccaggt gtggctcccc tgccttggtt cagggagtgg agacacagtt gcccactgc? 300 
18 TatrT"""" tcttctgccc ocatgggtcc tggggtgggg gagccttggg 360 
188 flrT"'"" tgcctctgac ccagattctt caagcagcct ctgagctcag aggaagagtc 420 
190 aaaal --^-tccct ggggtctagc tgtcaatcgc ccaggaagaa atacccagcg 480 
l l, nl^^TT't ^^^^^^^^^^ ggccttctct gtcttcccag gtgcagcaca gogagtgtaa 54 0 
192 ggagctgtct tgggcctgcc cagcctggtg ccctgcgggg gactgctggc acaggactgt 600 

lllallT'' -^^-^^l^^- tgaaaatctt tgcttcagag cacctcccta gttSatctg 
^98 aoatta.^^^^ tgaccctgcc agagtccaga ggtcacggcg gccagcccct gcctccggg! 720 
200 aacSS^tt f"^'^^^^^^ acagccctga cccttcctgt tgctttgtcc cttgcagcoc 780 
200 aactcctctt tccgaccgcc gcagaaagac aaccccocaa gcctggtggc caaggcccag 840 
202 tccttgccct cggaccagcc ggtgggg ^acc ttc age cot ctg acc act tccj ga^ 894 

'^^^^ Ser Pro Leu Thr Thr Ser Asp 

'nv th"" c^"" l^"" ^""^ ^^^'^ ^-^g 990 cag 942 

207 Thr Ser Ser Pro Gin Lys Ser Leu Arg Thr Ala Pro Ala Thr Glv Gin 

15 20 " 25 

210 ctt cca ggc egg tct tec cea gcg gga tec ccc cgc acc tgg cae gee 990 

211 Leu Pro Gly Arg Ser Ser Pro Ala Gly Ser Pro Arg Thr Trp His Ala 

30 35 40 

214 cag ate age acc age aac ctg tac ctg ccc cag gac ccc acq gtt qcc 1038 

215 Gin He Ser Thr Ser Asn Leu Tyr Leu Pro Gin Asp Pro Thr Val Ala 
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215 
218 
219 
220 
222 
223 
224 
226 
227 
228 
230 
231 
232 
234 
235 
236 
238 
24 0 
242 
243 
244 
246 
247 
248 
250 
251 
252 
254 
255 
256 
258 
260 
262 
264 
266 
268 
269 
270 
272 
273 
274 
276 
277 
278 
280 
282 
283 
284 
286 



i?AW SEQUENCE LISTING 
PATENT APPLICATION: US/09/659,7 3 7 

input Set : A:\10489al.app 

output set: N:\CRF3\02162001M65973 7.raw 



DATE': 
TIME: 



02/16/2001 
11:33:38 



50 

- i - - - ^ Z - - - i ^ 
i - - i '2 '2 S ?5 S 

i - - - 'L' s= £ - 
S.^ L'! s «^ , 

110 - Ala Val Lys Met 

t% '41 S= '« 1^ ^ «e 

125 ^ Leu Phe Asn Glu 

.'S'ss: ssSa'?-: -ss^s '~'^^'^^^..o. 

"'i V.l ,1, „et .r. Asp Tvr Glr. hL 

- 1" ti ti zi ill - - ii: 

150 ■ - ^-^^ Val Gly Glu Glu Leu 

tgg gtg etc atg gag ttc cto f-;,n ^ 160 

Trp val Leu Met Glu Phe Leu' G^n g'^^ T 

165 ^^--^ ^^-^ Ala Leu Thr Asp lie Val 

Ser ^ ^^^.^^tgggcaget gggagggctg gaccctgagt gcaggc'tgcc 

180 

Sc^gg-.^- ctt c,,^ ^^^^^^^^^^ ^^^^ 

gaaggatagc ttctagccaa agctcalgcc cca^ttttf ^^'""^^^^ ^tggagaaga 
tgctgccaaa cagattgcct gggagcStg Zalll ^^a^g-Jctat ggcctgactg 

cagccacccc acgacctgcc agagctaacg ttctStt.'.' r'"""'"'" ctactctgct 
gtccag g ctg aat gag gag cag att gcc act 1 "^^^^^^gcc ccaccttcct 
Glu Glu Gin He Ila^ Z ^.1 ^ 

cin^ lIu^ i;.^ 12 Ts III ir. G^- f Fir -"^ 

200 11« His Arg Asp lie 

aag agt gac tec ate ctq eta ^- " - 210 

^-v. Se, ,,p se, X,e J. -J. 

V... ... .e.- ..e s s.' ir. ir„ ri: it- z: 

c« „, .„ 



1086 
113 4 
1182 
1230 
1275 



1335 
1395 
1446 



1494 
1542 
1593 



1653 
1713 
1773 
1833 
1893 
1942 



1990 
2036 



2096 
2146 



2194 
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RAW SEQUENCE LISTING OATP- n^/ir/onm 

PATENT APPLICATION: US/0V659, 737 ^^i^ L'L'sB 

Input Sot : A:\10489al.app 

Output Set: N:\CRF3\02162001\I659737.raw 

287 ASP Val Pro Lys Arg Lys Ser Leu Val Gly Thr Pro Tyr Trp Met Ala 

29? Pro rin T ^""^ gag'gJaaccgttc 2240 

2^1 Pio Giu Va. lie Ser Arg Ser Leu Tvr Ala Thr Glu 

' 255 2G0 265 

^94 cctccacccc ccagacctcc caaaagcaac ttggcaactg gcagctcttc tqctqtaacr P^nn 

t^cccott'o Tr'^'^T ^^^"''--^^ gttttcagag tcccacctag S a ct 

?rn ^1. ^^t^gggctg ctottaccca gtgactttgc tgccaggaac gagtoctgca -420 

3 cltlTrl:: I'T-^'^-l'--^^ ggcagaatgg ggtatggccg ggcctcctat Sgatggc ^ 

r " -s^: c~gg L~ Ts:^ ^ 
B =^ -™ tg-^-s\:ntrt- ;-HtT- 2^l1 

310 ^-^P lis Trp Ser Leu 

312 ggg ate atg gtg att gag atg gta gat ggg gag cca ccg tac\'tc agt 2761 

. 3 Gly He Met Val He Glu Met Val Asp Gly Glu Pro Pro Tvr S Ser 

275 280 285 



316 gac tec cca gtg caa gcc atg aag agg' etc egg gac age ccc cea coc 78nq 

III ^^-^ '^P ser Pro Pr^ Pro 

290 295 300 

3?1° lJs^ si l:: Tsl l.:s' ^^^f^^^^^^-ea caagggtgeg aectegcaga 2863 

322 305 3i0 

324 ccccattcct cctgaggcaa ggggaccaga aectgggctc ceagcatctc ccttccarta 7c,o-> 
326 aagceacagg gtetgggcte etggaaaagg eteetcttte ceeaeaeaaa Tcrrgrlccl llll 

30 "a'T^"''"-' "'=5=^'^'=^^^ gcaeaagtte geatgtgegc teegaeaagt egee^eeeae 304 
330 ggctgtggea ggagagttgc tgcttggcag aagggttgct get^ggeagg eaetggtegg 3l33 
334 gggcecatga geagggaaag eeaggaeaec ageaLtccc tgc^Lcag L 

334 ggagggatec ggagaagett cactgagcac aaacccttca acccgtgtcg gqaq!tccat 3??3 
36 accatgatte gatgteectg tceateaegg egagtcgget eatgcteeat tegttgeaea 28 
40 atacarr' agcgttccee ttaaageeag tataagtgca tggaagtggt 4 

34° tTtlT '='=f ttttge caaatcggcc ecaaeccegc aggcettact gtggaegeec 3403 
344 aaa^o^T' ^^"^^^'^^^^ gggetgataa gtggcaecge catetggtgg eeaaaaeaag 463 
lit Trt^T ^agggetgaa geetetccte taaaatagea aaaaaaeaag agttetgtgg 3523 

348 taaT aagetggatg ggaggaccaa eaggaaacat etteeaagae aactggtS 3583 

348 tggagcecgc acegetaacc ccaaaattag catataaage atgc ^tggtcct 3.83 

351 <210> SEQ ID NO: 8 ^ ^ Jb27 

352 <211> LENGTH: 311 

353 <212> TYPE: PRT 

354 <213> ORGANISM: Homo sapiens 

356 <400> SEQUENCE: 8 

357 Thr Phe Ser Pro Leu Thr Thr Ser Asp Thr Ser Ser Pro Gin Lys Ser 
360 Leu Arg Thr Ala Pro Ala Thr Gly Gin Leu Pro Gly Arg Ser Ser Pro 
363 Ala Gly Ser Pro Arg Thr Trp His aL' Gin He Ser Thr Ser Asn Leu 
366 Tyr Leu Pro Gin Asp Pro Thr vll Ala Lys Gly Ala Leu Ala Gly Glu 
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2/16/01 



<210> 14 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 14 

atgcainc^fijbf ayathaar 

<210> 15 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 15 

gq(^cytqg^ qtnjgccatcca 

<210> 16 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<400> 16 

cccgaattca tgcamc^^a yathaar 

<210> 17 
<211> 29 
<212> DNA 
<213> Homo sapiens 

<400> 17 
cccgaattcg <^cytc@gg (n^ccatcca 



18 



^ / ^ ^ O 



29 
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L;ll M:270 C: 
L:12 M:271 C: 
L:732 M:25a W 
L:732 M:258 W: 
L: 732 >I: 258 W: 
L: 732 M: 258 W; 
L: 732 M: 340 W: 
L:109l M:258 W: 
L; 1091 M: 258 W: 
L: 1091 M: 258 W: 
L:109l M:258 W: 
L: 1091 M: 340 W; 
L:1100 M:258 W: 
L:1100 M;258 W: 
L. 
L: 
L: 
L: 
L: 
L 



: 1100 M: 258 W: 
:1100 M:258 W: 
: 1100 M; 34 0 W: 
: 1109 M: 258 W: 
1109 M:258 W: 
1109 M:258 W: 
L;1109 M;258 W: 
L: 1109 M: 340 W: 
L:1118 M:258 W: 
L:1118 M:258 W: 
L: 1118 M: 258 W: 
L;1118 M;258 W: 
L:1118 M:340 W: 



VERIFICATION SUMMARY n.^np • ni/ir.nnr. 

pa™ APPLICATION: US/0V659, 737 ^l^] H'33:^3r 

Input Set : A:\104 89al.app 

Output Set: N:\CRF3\02162001\I659737.raw 

Cu™f pPf''""°" T^^^ R^Pl^^ed Application Number 

M-nH^ t""" diifers, Replaced Current Filing Date 

Mandatory teature missing, <220> not found for SEQ ID^i • 11 
Mandatory Feature missing, <221> not found for SEQ IDf. • 11 
Manda ory Feature missing, <222> not found for SEQ ID#.'u 

ulL r \ "^^''^ Feature required, for SEQ ID#:11 

Mandatory Feature missing, <220> not found for SEQ ID* 14 
Mandatory Feature missing, <221> not found for SEQ ID# : 14 
Mandatory Feature missing, <222> not found for SEQ ID*.'l4 
Mandatory Feature missing, <223> not found for SEQ ID# ^ 14 
(46) n or xaa" used: Feature required, for SEQ ID#-14 
Mandatory Feature missing, <220> not found for SEQ ID# 15 
Mandatory Feature missing, <221> not found for SEQ im il 
Mandatory Feature missing, <222> not found for SEQ id -IS 
Mandatory Feature missing, <223> not found for SEO Id;:i5 
(4b) n or Xaa" used: Feature required, for SEQ^IDS-IS 
Mandatory Feature missing, <220> not found for SEQ ID* 15 
Mandatory Feature missing, <221> not found for SEQ ID#.16 
Mandatory Feature missing, <222> not found for SEQ ID 
Mandatory Feature missing, <223> not found for SEQ ID* ■ 16 
(46) "n" or "Xaa" used: Feature required, for SEQ ID# 16 
Mandatory Feature missing, <220> not found for SEQ im 17 
Mandatory Feature missing, <221> not found for SEQ ID# 17 
Mandatory Feature missing, <222> not found for SEQ f^']^ 
Mandatory Feature missing, <223> not found for SEQ ID# ^ ] 7 
(4b) n or Xaa" used: Feature required, for SEQ ID# : 17 
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